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Por falha na composigdo deste artigo, a Figura 1 foi impressa faltando a primeira linha da seqiiéncia de nucleotideos do gene
da capa proteica do isolado UVO01 do Apple stem grooving virus.
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ATGAGTTTGGAAGACGTGCTTCAACAAGCGAGACGCCACCGGGTAGGAGTGTATCTGTGG 60
M s L ED VL Q Q A RRHIRUV GV Y L W

AAGACACACATAGATCCGGCAAAGGAACTTCTGACGGTTCCTCCCCCTGAAGGATTCAAG 120
K T H I D P A K E L L TV P P P E G F K

GAAGGTGAAAGCTTTGAAGGCAGAGAGCTTTACCTTCTTCTCTGCAACCATTATTGTAAA 180
E G E S F E GR EVL Y L L L C N H Y C K

TATCTATTTGGTAATATTGCTGTTTTCGGGTCATCTGACAAGACCCAGTTTCCCGCTGTT 240
Yy L F G N I AV F G s s D K T Q F P A V

GGATTTGATACCCCTCCGGTTCATTACAATCTAACAACGACCCCGAAAGAAGGGGAGACT 300
G F D TP P VHYNTLTTTP KE G E T

GAAGAGCAAAGGAAGGCCAGAGAAGGTTCGTCTGGCGAAAAAACAAAAATTTGGAGAATC 360
E E Q R K A R E G S S G E K T K I W R I

GACCTGTCAAATGTTGTACCCGAATTGAAAACTTTTGCTGCCACTTCCAGGCAGAACTCT 420
D L S NV V P ETILIKTFAA AT S R Q N S

TTGAACGAATGTACGTTCAGAAAGCTTTGTGAGCCATTTGCTGATTTGGCTCGGGAATTT 480
L N E C T F R KL CE P F A DIL AR E F

CTTCATGAAAGGTGGTCAAGGGGACTTGCCACCAACATTTATAAGAAATGGCCCAAAGCT 540
L HERW S R GULATNTI Y K KW P K A

TTTGAAAAGAGCCCTTGGGTGGCTTTTGATTTTGCCACCGGTCTTAAAATGAACCGTCTA 600
F E K S P W V A F D F AT G UL K MDN R L

ACACCTGATGAAAAACAGGTAATAGACAGAATGACTAAGAGGCTTTTTCGTACTGAAGGA 660
T p D E K Q VI DRMTIKRULFR TE G

CAAAAAGGGGTTTTCGAGGCGGGTTCGGAGAGCAATCTGGAACTGGAGGGTTAG 714
Q K G VvV F EA G S E S NTL E L E G *

FIG. 1 - Nucleotide sequence of coat protein gene of Apple

stem grooving virus UV01 isolate. Deduced amino
acid sequence of coat protein gene is shown below
the nucleotide sequence. Boldface and asterisk
indicate start and termination codons, respectively.
ASGV5641 is the 5' forward primer (underlined).
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