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Macroalgae contains micro and macromolecules of great interest for various sectors, for 
example, food, cosmetics, and pharmaceuticals. These compounds can be obtained through 
different extraction methods, among them the use of organic solvents with varying polarities. In 
this study, materials were characterized using scanning electron microscopy and energy-dispersive 
X-ray spectroscopy, infrared spectrometry, X-ray diffraction and differential scanning calorimetry 
in the seaweed biomasses before and after an extraction process with organic solvents. The red 
macroalgae Crassiphycus birdiae, cultivated on the northeast coast of Brazil, appeared, after 
extraction, as an amorphous material with some porosity. Its composition includes the elements 
carbon, oxygen, sodium, magnesium, sulfur, chlorine, potassium, aluminum, silicon, calcium, 
and iron. The presence of the agar polysaccharide was also verified by infrared spectroscopy. 
The decomposition of this polysaccharide was observed using differential scanning calorimetry. 

Keywords: macroalgae, red seaweed, residue, biomass, characterization analysis

Introduction

Brazil has an extensive coastline (more than 
10,000 kilometeres) with great biodiversity. Macroalgae 
are found across the coast but mainly in the northeast 
region of the country. The cultivation of algae must be done 
in regions that follow criteria for its application, such as 
socio-economic and environmental factors. 

Seaweed is an ideal raw material for obtaining 
bioproducts because it grows relatively quickly, does 
not compete with agricultural areas, requires neither 
inputs nor irrigation, contains compounds with unique 
chemical structures, and features a cell wall with no 
lignin.1-3 Macroalgae are multicellular eukaryotic aquatic 
organisms that can be classified as green, brown, and red 
seaweed.4

Red macroalgae produce primary and secondary 
metabolites with great industrial potential. In addition to 
being evaluated for their nutritional composition,5,6 they 
are studied for various applications. They have a high 
content of proteins and, minerals (e.g., Ca, Mg, Na, K, Fe, 

Mn, Zn, Cu, Ni, Co, Cr, and Cd)7 in addition to several 
halogenated compounds,8 vitamins, dietary fiber, fatty 
acids, polysaccharides,9,10 and bioactive compounds that 
are promising primarily for pharmaceutical applications, 
such as anti-inflammatory, antioxidant, antiviral, antifungal, 
antibacterial, and anticoagulant action, among others.11,12

According to Nakhate and Van der Meer,13 globally, 
some species of macroalgae are cultivated commercially 
but with a focus on food applications. However, based on 
their macro- and micromolecules they may show promise 
for other biotechnological applications. Cultivation of 
seaweed should be done in a conscientious and sustainable 
manner, as it can be used to sequester heavy metals, limit 
eutrophication, and achieve carbon sequestration.

One of these cultivated algae, Crassiphycus birdiae 
(E. Palestino & E. C. Oliveira) Gurgel, J. N. Norris & 
Frederick14 has great added value due to its biomass, which 
can be used in the production of bioproducts.15

The secondary metabolites are bioactive compounds 
that can be extracted and used for different procedures 
and as solvents. For example, the fatty acids extracted 
from seaweed can be used for biodiesel production.16 
Torres et al.17 presented several metabolic approaches in 
species of the genus Gracilaria Greville and their respective 
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biological activities, showing the diversity of compounds 
and their applicability.

The biomass is formed by a fibrillar skeleton with an 
amorphous matrix.18 The polysaccharide present in the 
amorphous matrix of the biomass from Crassiphycus birdiae 
is a known agar and has sulfated groups as its structure.19

There is little information about the characterization of 
residual biomass or the structural verification of the seaweed 
biomass after modification. For example, Gouveia et al.20 
analyzed the biomass of Gracilaria domingensis (Kützing) 
Sonder ex Dickie using different microscopy techniques, 
such as light microscopy, confocal laser scanning 
microscopy, transmission electron microscopy, and 
scanning electron microscopy, where the objective was 
to verify the modification of morphology in the biomass 
of algae submitted to different concentrations of lead and 
copper. In another study, Ayres-Ostrock and Plastino21 
observed changes in different strains from C. birdiae after 
exposure to UV-B radiation. Scanning electron microscopy 
was used to visualize these morphological changes.

Thus, this work aimed to observe structural changes 
caused by using the dichloromethane extraction method in 
Crassiphicus birdiae through micrographs from scanning 
electron microscopy (SEM) and the use of energy-dispersive 
X-ray spectroscopy (EDX) techniques to qualitatively 
verify the chemical elements before and after extraction. 
Other techniques used for biomass characterization were 
infrared spectroscopy (IR), X-ray diffraction (XRD), and 
differential exploratory calorimetry (DSC). The structural 
characterization of biomass is important for understanding 
its possible applications as a raw material for producing 
bioproducts.

Experimental 

Algal material

The biomass of Crassiphycus birdiae (E. Palestino 
& E. C. Oliveira) Gurgel, J. N. Norris & Frederick was 
obtained commercially from a culture at Region de 
Pitangui, Rio Grande do Norte State, Brazil. The samples 
were ground with a mortar and pestle to obtain smaller 
particles and biomass powder.

Extraction process 

The previously dried, cultivated algae underwent 
extraction with dichloromethane (CH2Cl2) from VETEC in 
Rio de Janeiro, Brazil, for one week at room temperature 
and were not shaken. After this period, the biomasses were 
dried at room temperature. 

Biomass characterization utilizing scanning electron 
microscopy with energy dispersive spectroscopy 

Initially, these samples of dried algae both in natura 
(GBI) and after the extraction process (GBEXT) were 
sputter coated with platinum using LEICA EM ACE-600 
(Rio de Janeiro, Brazil) under a current of 50 mA for 2 min, 
and analyzed with an FEI field emission scanning electron 
microscope with a secondary electron detector and energy-
dispersive X-ray spectroscopy (EDX) model X FLASH 
6/60 manufactured by Bruker of Rio de Janeiro, Brazil. 

Table 1 shows the parameters used in the scanning 
electron microscopy (micrographs) and their corresponding 
figures.

Characterization of algal biomass samples (in natura and 
residual) via infrared 

Infrared spectra of macroalgae samples were 
produced with IRTracer-100, a Fourier transform infrared 
spectrophotometer, and attenuated total reflectance (ATR) 
MIRacle (accessory) from Shimadzu Corporation, Niterói, 
Brazil. The analysis was measured using a DLATGS 
detector with scan in the range 7800 to 350 cm-1 and 
resolution of 1 cm-1.

The analysis of the solid biomass samples was performed 
to observe the bands related to the functional groups present. 

Characterization of algal biomass samples (in natura and 
residual) by X-ray diffraction

The biomass powder samples were analyzed using 
X-ray diffraction to identify possible crystalline structures. 
The Bruker (Niterói, Brazil) D8 Advance diffractometer 

Table 1. Figures and their parameters analysis by scanning electron 
microscopy (SEM)

Figure Sample
Voltage / 

kV
Working 

distance / mm
Magnification

1a in natura biomass 10.00 18.8 500

1b in natura biomass 10.00 10.3 1000

1c in natura biomass 10.00 18.7 5.000

1d
after extractive 

process
5.00 15.8 500

1e
after extractive 

process
5.00 9.9 1.000

1f
after extractive 

process
5.00 15.9 5.000

2a in natura biomass 10.00 19.2 50

2c
after extractive 

process
5.00 15.9 50

3 10.00 10.3 20.000
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with detector LynXeye, equipped Cu Kα radiation 
(λ = 1.54060 Å). The operating voltage and current were 
50 kV and 100 mA, respectively. Scans were collected from 
2θ = 10 to 60° with step size of 0.02 at 0.5 s per step, and 
rotation rate of 15 rpm.

Characterization of algal biomass samples (in natura and 
residual) using differential scanning calorimetry 

The samples (12 mg) were analyzed using the 
DSC  404  F1 Pegasus Netzsch (Rio de Janeiro, Brazil), 
calibrated with an indium sample in a dry atmosphere 
of passing nitrogen. The temperature was 50 to 300 °C, 
ranging from 10 °C min-1. Changes were measured as 
enthalpy changes in temperature function.

Results and Discussion 

The red marine macroalgae cultivated on the Brazilian 
coast was analyzed in this study. The polysaccharides 
existing in red algae have different applicability in industrial 
sectors, and, as biosorbents, they are natural environmental 
indicators.22 Beyond that, there is little research that uses 
algae for cultivation.8

The Crassiphicus birdiae is an important macroalgae 
because its cell wall is primarily formed by polysaccharides. 
The micrographs of the in natura biomass presented a 
dense morphology and low porosity, and another sample, 
the extracted biomass, showed an increase in porosity 
morphology (Figure 1).

The secondary metabolites found in red macroalgae 
can be halogenated substances of different chemical 
classes.8 The red macroalgae have a high number of 
polysaccharides incorporated into their amorphous matrix, 
and these structures are related to the biosorption process. 
Biosorption is the ability of biomasses in aqueous solutions 
to remove heavy metals.18 Several factors can influence this 
process, such as the type of biomass in the algae, the pH, the 
concentration of heavy metals, the presence of competitive 
ions, and the temperature.23

The samples of C. birdiae were analyzed using EDX. 
The EDX spectrum identified a qualitative composition 
that detected carbon, oxygen, sodium, magnesium, silicon, 
sulfur, chlorine, potassium, calcium, and aluminum. The 
spectrum of the EDX from the algae biomass extracted 
with dichloromethane presented the chemical elements 
previously mentioned, along with iron. The morphology 
and biomass composition of C. birdiae were analyzed 
using SEM and EDX. Figure 2 presents the SEM of the 
in natura and after extraction process of the biomass (the 
rectangle marks the analyzed area), and the EDX spectra 
present chemical elements in the seaweed. 

Red macroalgae are composed of cellulose or xylan, 
hemicellulose, and an amorphous matrix formed of 
sulfated galactans (e.g., agar, carrageenan, porphyran) 
that are responsible for most parts of the algal cells. 
They can produce and store Floridian starch,18 and 
they are systems with different functions and complex  
organizations.22

Red macroalgae are excellent producers of halogenated 

Figure 1. Micrographs of the in natura and after extraction process biomass from the Crassiphycus birdiae. (a), (b) and (c) micrographs of the in natura 
biomass and (d), (e) and (f) after extractive process of the biomass with 500×, 1000×, and 5000× magnification, respectively.
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secondary metabolites, and chlorine and bromine can 
present in different classes of substances.24

Crassiphycus birdiae is a red marine macroalga with 
agar in its cell walls. EDX detected the chemical elements 
that comprise this biomass in the different conditions of the 
analysis. Carbon and oxygen, for example, form different 
classes of organic substances in the primary and secondary 
metabolites.

The chemical element S is present in the complex 
substance agar. The presence of the chemical element 
iron in the algae C. birdiae, after dichloromethane 
extraction, suggests that this element was removed from 
the environment by the polysaccharides of the cell wall, 
but the modification in the macroalgae biomass allowed 
this element to be exposed and thus easier to detect using 
EDX technology.

It was possible to observe diatoms in the micrographs 
of in natura C. birdiae at a magnitude of 20.000×. Figure 3 
shows a micrograph of the diatoms and spectrum of the 
EDX with the chemical elements carbon and potassium, 
and high silicon and oxygen content. The element Si was 
present in the EDX spectra, and the SEM images showed 
diatoms, which are marine organisms composed of silicon 
shells.25,26

In a study by Costa et al.,27 the residues from brown 
alga Sargassum filipendula C. Agardh after extraction 
of the alginate, were analyzed using SEM-EDX, which 
detected the chemical elements Si, Na, Mg, Al, S, K, 
Ca, and Fe. Lima et al.28 verified, using SEM-EDX, the 

difference between in natura and residual biomass after 
extraction with organic solvent from the brown alga 
Dictyota menstrualis (Hoyt) Schnetter, Hörnig & Weber-
Peukert and diatoms were also observed throughout the 
macroalgae. The chemical composition detected carbon, 
oxygen, silicon, sodium, magnesium, aluminum, sulfur, 
chlorine, potassium, and iron. Risjani et al.29 also used 
microscopy based on the light and scanning electron to 
identify different diatoms in Indonesia. Some of these 
diatom samples were obtained from seaweed.

Biomass from C. birdiae was also analyzed using 
IR, and the spectrum shows bands characteristic of agar 
in both samples. This compound was extracted not with 
organic solvent but through hot water extraction. This 

Figure 2. SEM and EDX of the samples in natura and after extraction process biomass: (a) SEM in natura biomass, (b) EDX spectrum in natura, (c) SEM 
after extractive process, and (d) EDX spectra extracted biomass magnified by 50× in both samples. The unmarked peaks are relative to platinum.

Figure 3. Micrograph and EDX spectra of the diatom present in the 
Crassiphycus birdiae: (a) micrographs of the diatom with regions selected 
for EDX analyses; (b) EDX spectrum. The unmarked peaks indicate 
relative platinum.



Structural Characterization of Biomass from Crassiphycus birdiae in natura and Residual Lima et al.

5 of 7J. Braz. Chem. Soc. 2024, 35, 8, e-20240041

is a very important hydrocolloid that can be utilized in 
pharmaceutics and biotechnological studies.30

The IR spectra of the solid samples before and after the 
dichloromethane extraction process showed similarities. 
The bands observed refer to the major polysaccharides of 
the cellular wall, which were not removed in the extraction 
process. The spectra of Figure 4 show the infrared of the 
in natura and residual biomass analyzes both presented 
bands with wavelengths at 1630 cm-1 referring to C=O. 
Bands absorbing 1367 and 1249 cm-1 are relative to the 
group ester sulfate, and S=O, 1155 and 1036 cm-1 are 
possibly related to the C-O-H, C-O, and C-C groups of 
polysaccharides. At 927 cm-1 it refers to the C-O-C group 
of 3,6 anhydro-α-L-galactopyranose band at 886  cm-1 
characteristic of CO-SO3 agar.31,32

The diffractograms show poor crystallinity in the algal 
cell wall, but regions indicative of amorphous substances 
were observed in both samples as shown in Figures 5 and 
6. In a study by Long et al.,33 the polysaccharide from 
Gracilaria lemaneiformis (Bory) Greville was observed in 
2θ two broad peaks at 19 and 25.2°. These regions can be 
observed in both samples of seaweed in the present study.

In the DSC thermogram of the C. birdiae in natura 
sample, it was possible to observe two distinct regions, 
one endothermic (20-220 °C) with energy of 177.35 J g-1, 
a process of possible dehydration, evaporation of volatile 
compounds, devolatilization, and a sample with a maximum 
peak at 90.5 °C, and the other exothermic (230-285 °C) 
with energy of -39.94 J g-1 regarding the degradation of 
polysaccharide (agar) with a maximum peak of 261.8 °C, 
as shown in Figure 7.

The residual biomass thermogram presented an 
endothermic region (40-130 °C) with a maximum peak 

at 92.1 °C with energy of 50.52 J g-1 referent a process of 
possible dehydration and devolatilization. This endothermic 
temperature range appears to be lower than that in natura 
biomass, suggesting the influence of extraction with 
dichloromethane in this region. The other region is 
exothermic (245-270 °C) with a maximum peak of 260.6 °C 
with -7.881 J g-1 referent the degradation of polysaccharide 
(agar), as shown in Figure 8.

The samples analyzed in this work reached a temperature 
of 300 °C, because samples above this temperature would 
not be readable by the equipment used. The maximum peak 
in the two samples did not vary significantly. The higher 
mass loss of the macroalgae samples is associated with 
the exothermic region of the DSC thermogram, due to the 
decomposition of agar (polysaccharide of the algae cell 
wall), as has also been reported by Li et al.34

Figure 4. Infrared (ATR) spectra of in natura biomass (GBI) and residual 
biomass (GBEXT) from Crassiphycus birdiae.

Figure 5. The diffractogram GBI is referent to seaweed biomass in natura.

Figure 6. The diffractogram GBEXT to seaweed biomass after extraction.

Figure 7. DSC thermogram of Crassiphycus birdiae in natura (GBI).
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Conclusions

In the SEM images from Crasiphycus birdiae 
in natura, it was possible to observe dense biomass. The 
micrographs of another sample revealed an increase in 
porosity morphology, with the chemical elements carbon, 
oxygen, sodium, magnesium, silicon, sulfur, chlorine, 
potassium, calcium, aluminum, and iron detected. Through 
micrographs, it was possible to observe the diatom; the 
chemical elements detected were C, O, K, and Si. 

Infrared spectrum of the biomass showed bands 
characteristic of the polysaccharide agar, and while the 
X-ray diffraction presented poor crystallinity, it was 
possible to observe an amorphous region that indicated a 
polysaccharide presence in the seaweed cell wall.

A thermogram of DSC showed endothermic regions 
from dehydration and evaporation of the volatile 
compounds and exothermic regions (agar degradation) in 
both samples, but the GBEXT sample suggested a reduction 
in the evaporation region of the volatile compounds because 
this sample is the residual biomass after extraction with 
dichloromethane.

The characterization of the macroalgae residual biomass 
from Crassiphycus birdiae was important for showing 
how promising it can be as a matrix to obtain bioproducts, 
taking into account the residual valorization of the biomass 
(sustainability).

Acknowledgments

The authors thank FAPERJ (SEI-260003/001188/2020 
and E-26/201.006/2022) and CNPq (VLT-Grant 
304338/2022-2) for their financial support.

References

 1.  Pinto, A. C.; Silva, D. H. S.; Bolzani, V. S.; Lopes, N. P.; 

Epifânio, R. A.; Quim. Nova 2002, 25, 45. [Crossref] 

 2.  Andrade, L. R.; Salgado, L. T.; Farina, M.; Pereira, M. S.; 

Mourão, P. A. S, Amado Filho, G. M.; J. Struct. Biol. 2004, 

145, 216. [Crossref] 

 3.  Sharmilla, G.; Kumar, D.; Pugazhendi, A.; Bajhaiya, A. K.; 

Gugulothu, P.; Banu, R.; Bioengineered 2021, 12, 9216. 

[Crossref] 

 4.  Jalilian, N.; Najafpour, G. D.; Khajouei, M.; ChemBioEng Rev. 

2020, 7, 18. [Crossref] 

 5.  Cardozo, K. H.; Guaratini, T.; Barros, M. P.; Falcão, V. R.; 

Tonon, A. P.; Lopes, N. P.; Campos, S.; Torres, M. A.; Souza, 

A.  O.; Colepicolo, P.; Pinto, E.; Comp. Biochem. Physiol., 

Part C: Toxicol. Pharmacol. 2007, 146, 60. [Crossref] 

 6.  Gamero-Vega, G.; Palacios-Palacios, M.; Quitral, V.; J. Food 

Nutr. Res. 2020, 8, 431. [Crossref] 

 7.  El-Said, G. F.; El-Sikaily, A.; Environ. Monit. Assess. 2013, 

185, 6089. [Crossref]  

 8.  Teixeira, V. L.; Rev. Virtual Quim.2013, 5, 343. [Crossref] 

 9.  Wells, M. L.; Potin, P.; Craigie, J. S.; Raven, J. A.; Merchant, 

S. S.; Helliwell, K. E.; Smith, A. G.; Camire, M. E.; Brawley, 

S. H.; J. Appl. Phycol. 2017, 29, 949. [Crossref] 

 10.  Peñalver, R.; Lorenzo, J. M.; Ros, G.; Amarowicz, R.; Pateiro, 

M.; Nieto, G.; Mar. Drugs 2020, 18, 301. [Crossref]  

 11.  Aziz, E.; Batool, R.; Khan, M. U.; Rauf, A.; Akhtar, W.; Heydari, 

M.; Rehman, S.; Shahzad, T.; Malik, A.; Mosavat, S. H.; Plygun, 

S.; Shariati, M. A.; J. Complementary Integr. Med. 2020, 17, 

20190203. [Crossref]  

 12.  Ismail, M. M.; Alotaibi, B. S.; El-Sheekh, M. M.; Molecules 

2020, 25, 4411. [Crossref] 

 13.  Nakhate, P.; van der Meer, Y. A.; Sustainability 2021, 13, 6174. 

[Crossref] 

 14.  Bezerra, A. F.; Marinho-Soriano, E.; Biomass Bioenergy 2010, 

34, 1813. [Crossref] 

 15.  Andrade, H. M. M. Q.; Rosa, L. P.; Souza, F. E. S.; Silva, N. F.; 

Cabral, M. C.; Teixeira, D. I. A.; Sustainability 2020, 12, 780. 

[Crossref] 

 16.  Souza, L. D.; Pinto, C. H. C.; Matias, L. G. D. O.; Santos, 

A. G. D.; Rebouça, R. F. D. C.; Gomes, A. F.; Arq. Cienc. Mar 

2015, 48, 74. [Crossref] 

 17.  Torres, P.; Santos, J. P.; Chow, F.; dos Santos, D. Y. A. C.; Algal 

Res. 2019, 37, 288. [Crossref] 

 18.  Davis, T. A.; Volesky, B.; Mucci, A.; Water Res. 2003, 37, 4311. 

[Crossref] 

 19.  Maciel, J. S.; Chaves, L. S.; Souza, B. W. S.; Teixeira, D. I. A.; 

Freitas, A. L. P.; Feitosa, J. P. A.; de Paula, R. C. M.; Carbohydr. 

Polym. 2008, 71, 559. [Crossref] 

 20.  Gouveia, C.; Kreusch, M.; Schmidt, É. C.; Felix, M. R. D. L.; 

Osorio, L. K.; Pereira, D. T.; Santos, R.; Ouriques, L. C.; 

Martins, R. P.; Latini, A.; Ramlov, F.; Carvalho, T. J. G.; Chow, 

F.; Maraschin, M.; Bouzon, Z. L.; Microsc. Microanal. 2013, 

19, 513. [Crossref]  

 21.  Ayres-Ostrock, L. M.; Plastino, E. M.; Eur. J. Phycol. 2014, 49, 

197. [Crossref] 

Figure 8. DSC thermogram of residual biomass from Crassiphycus birdiae 
(GBEXT).

https://doi.org/10.1590/S0100-40422002000800009
https://doi.org/10.1016/j.jsb.2003.11.011
https://doi.org/10.1080/21655979.2021.1996019
https://doi.org/10.1002/cben.201900014
https://doi.org/10.1016/j.cbpc.2006.05.007
https://doi.org/10.12691/jfnr-8-8-7
https://doi.org/10.1007/s10661-012-3009-y
https://doi.org/10.5935/1984-6835.20130033
https://doi.org/10.1007/s10811-016-0974-5
https://doi.org/10.3390/md18060301
https://doi.org/10.1515/jcim-2019-0203
https://doi.org/10.3390/molecules25194411
https://doi.org/10.3390/su13116174
https://doi.org/10.1016/j.biombioe.2010.07.016
https://doi.org/10.3390/su12030780
http://www.periodicos.ufc.br/arquivosdecienciadomar/article/view/5850
https://doi.org/10.1016/j.algal.2018.12.009
https://doi.org/10.1016/S0043-1354(03)00293-8
https://doi.org/10.1016/j.carbpol.2007.06.026
https://doi.org/10.1017/S1431927613000317
https://doi.org/10.1080/09670262.2014.904931


Structural Characterization of Biomass from Crassiphycus birdiae in natura and Residual Lima et al.

7 of 7J. Braz. Chem. Soc. 2024, 35, 8, e-20240041

 22.  Meichik, N. R.; Popova, N. I.; Nikolaeva, Y. I. Yermakov, I. P.; 

Kamnev, A. N.; Appl. Biochem. Microbiol. 2011, 47, 176. 

[Crossref] 

 23.  Zeraatkar, A. K.; Ahmsdzadeh, H.; Talebi, A. F.; Moheimani, 

N. R.; McHenry, M. P.; J. Environ. Manage. 2016, 181, 817. 

[Crossref] 

 24.  Nogueira, C. C. R.; Teixeira, V. L. In Algae: Organisms for 

Imminent Biotechnology; Thajuddin, N.; Dhanasekaran, D., 

eds.; INTECH: London, UK, 2016. [Crossref] 

 25.  Moreno-Ruiz, J. L.; Carreño, A. L.; Rev. Mex. Cienc. Geol. 

1994, 11, 11. [Crossref]  

 26.  Souza, G. S.; Koening, M. L.; Leça, E. E.; Coêlho, M. P. C. A.; 

Acta Bot. Bras. 2007, 21, 521. [Crossref]

 27.  Costa, C. S. D.; Cardoso, S. L.; Nishikawa, E.; Vieira, M. G. A.; 

da Silva, M. G. C.; Chem. Eng. Trans. 2016, 52, 133. [Crossref] 

 28.  Lima, I.; Martinez, S.; Teixeira, V.; Gonzalez, W.; Chem. Eng. 

Trans. 2019, 75, 571. [Crossref] 

 29.  Risjani, Y.; Witkowski, A.; Kryk, A.; Yunianta; Górecka, E.; 

Krzywda, M.; Gusev, E.; Rudiyansyah; Peszek, L.; Wróbel, 

R.  J.; Estuarine, Coastal Shelf Sci. 2021, 261, 107551. 

[Crossref] 

 30.  Khalil, H. P. S.; Lai, T. K.; Tye, Y. Y.; Rizal, S.; Chong, E. W. N.; 

Yap, S. W.; Hamzah, A. A.; Nurul Fazita, M. R.; Paridah, M. T.; 

eXPRESS Polym. Lett. 2018, 12, 296. [Crossref] 

 31.  Al-Alawi, A.; Chitra, P.; Al-Mamun, A.; Al-Marhubi, I.; 

Rahman, M. S.; Int. J. Food Eng. 2018, 14, 4. [Crossref] 

 32.  Rocha, C. M. R.; Sousa, A. M. M.; Kim, J. K.; Magalhães, 

J. M. C. S.; Yarish, C.; Gonçalves, M. P.; Food Hydrocolloids 

2019, 89, 260. [Crossref] 

 33.  Long, X.; Hu, X.; Xiang, H.; Chen, S.; Li, L.; Qi, B.; Li, C.; 

Liu, S.; Yang, X.; Food Chem.: X 2022, 14, 100314. [Crossref] 

 34.  Li, D.; Chen, L.; Zhang, X.; Ye, N.; Xing, F.; Biomass Bioenergy 

2011, 35, 1765. [Crossref]  

Submitted: November 28, 2023

Published online: March 25, 2024

https://doi.org/10.1134/S000368381102013X
https://doi.org/10.1016/j.jenvman.2016.06.059
https://www.semanticscholar.org/paper/Seaweeds-as-Source-of-New-Bioactive-Prototypes-Nogueira-Teixeira/93cd15128c7ca0635b15c8c667b601bce43351fb
http://rmcg.geociencias.unam.mx/index.php/rmcg/article/view/1189
https://www.scielo.br/j/abb/a/gZhZ5SpDGT5dMpRJTxSgwwK/?lang=pt
https://doi.org/10.3303/CET1652023
https://doi.org/10.3303/CET1975096
https://doi.org/10.1016/j.ecss.2021.107551
https://doi.org/10.3144/expresspolymlett.2018.27
https://doi.org/10.1515/ijfe-2017-0353
https://doi.org/10.1016/j.foodhyd.2018.10.048
https://doi.org/10.1016/j.fochx.2022.100314
https://doi.org/10.1016/j.biombioe.2011.01.011

	_Hlk161411976
	_Hlk144709390

