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were Glucose phosphate isomerase (E.C.5.3.1.9.
GPI), Glucose-6-phosphate dehydrogenase
(E.C.1.1.1.49. G6PD), Isocitrate dehydrogenase
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Finally, in this study we observed the change
of the isoenzyme profile of BM Lépez strain after
consecutivan vitro passages during three years
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TABLE |
Names, codes, origins, host and cyclé@mgpanosoma cruzZLolombian strains
Strain and zymodeme Strain code Geographical origin Host and cycle
M.Rangel MHOM/CO/86 Chiriguana Human
Zl M.Rangel Cesar Domiciliary
B.M.L6pez MHOM/CO/87 Paratebueno Human
ZI B.M. Lépez Cundinamarca Domiciliary
Munanta IRHO/CO/85 Munanta Rhodnius prolixus
Zl Munanta Guateque Domiciliary
Boyaca
Shubacbarina IRHO/CO/95 Shubacbarina Rhodnius prolixus
ZI Shubacbarina Catatumbo Sylvatic
NorteSantander
Ikiakarora IRHO/CO/95 Ikiakarora Rhodnius prolixus
ZI Ikiakarora Catatumbo Sylvatic
Norte Santander
No.3 MDID/CO/87 Astilleros Didelphis marsupialis
VAl No.3 Zulia Sylvatic
Norte Santander
R-56 MDID/CO/88 Callejon Didelphismarsupialis
ZI R-56 Ricaurte Sylvatic
Cundinamarca
F.Chaparrd MHOM/CO/92 Tibu Human
Zl F.Chaparro Norte Santander Domiciliary
Tulahue® ITRI/CHI/82 Tulahuen Triatoma infestans
ZIl Tulahuen Chile Domiciliary

a: strains used as reference in isoenzyme analysis.

TABLE Il

Genotypes of the Colombian strains identified by assaying 13 loci (for each locus, allele 1 codes for the fastest
electromorph)

Enzyme
Strains GPI GOT MDH IDH PGM GDnad GDnadP
Munanta 4/ 4 4/ 4 2/ 2 2/ 2 Absent Absent 3/3
R-56 3/3 4/ 4 2/ 2 212 5/ 8 3/3 3/3
Shubacbarina 3/3 4/ 4 2/ 2 2/ 2 5/ 8 3/3 3/3
B. M. Lépez 3/3 4/ 4 2/ 2 2/ 2 5/ 8 Absent 3/3
Ikiakarora 3/3 2/ 2 2/ 2 2/ 2 5/ 8 Absent 3/3
No. 3 717 4/ 4 2/2 2/2 5/ 8 4/ 4 3/3
M.Rangel 717 4/ 4 2/ 2 2/ 2 5/ 8 5/'5 3/3
F. Chaparré 717 4/ 4 2/ 2 2/ 2 5/8 Absent 3/3
Tulahuer? 4/ 6 2/ 2 2/ 2 2/ 2 9/9 3/3 3/3

Enzyme

Strains ME-1 ME-2 G6PDH PEP-1 PEP1,2 6PGDH
Munanta 2/2 2/ 2 3/3 4/ 4 1/1 6/ 6
R-56 212 2/2 3/3 5/5 212 6/ 6
Shubacbarina 2/ 2 2/ 2 3/3 4/ 4 1/1 6/ 6
B. M. Lépez 2/2 5/5 3/3 4/ 4 2/2 Absent
Ikiakarora 2/ 2 2/2 2/ 2 6/ 6 2/ 2 6/ 6
No. 3 2/2 2/2 3/3 2/ 2 Absent 6/ 6
M.Rangel 3/3 5/5 4/ 4 5/5 2/2 6/ 6
F. Chaparré 2/ 2 2/2 3/3 5/5 2/ 2 6/ 6
Tulahuer? 1/1 3/3 3/3 5/5 2/ 2 6/ 6

a: strains used as reference.



