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Abstract Introduction Oxidative stress plays an important role in the pathogenesis of chronic
rhinosinusitis with nasal polyps (CRSwNP). The 8-Hydroxydeoxyguanosine (8-OHdG) is
a major oxidative DNA adduct, and its levels have been noted as a triggering factor for
inflammation-related carcinogenesis, but have not been assessed in CRSwNP. The
MAPK/ERK pathway importance in the pathogenesis of CRSwNP has previously been
reported. Mutations in RAS family genes occur in neoplastic and non-neoplastic
proliferative lesions, and it has been previously demonstrated that KRAS mutations
do not occur in CRSwNP.
Objective To assess the levels of 8-OHdG in nasal polyps occurring in CRSwNP, to
associate these levels with clinicopathological parameters, and to investigate HRAS and
NRAS hotspot mutations in the same samples.
Methods Both the HRAS (codons 49 and 61) and NRAS (codon 61) mutations were
investigated through Sanger sequencing, and the levels of 8-OHdG were determined
using ELISA in 14 freshly collected snap-frozen samples of nasal polyps occurring in
CRSwNP. The associations between the levels of 8-OHdG and patients’ age, presence of
asthma, and eosinophil counts in nasal polyps were tested.
Results No mutations were detected. The association between higher levels of 8-
OHdG and higher eosinophil counts was observed, whereas there was no association
between it and age or the presence of asthma.
Conclusion Based on the results in the present cohort, higher levels of 8-OHdG,
indicative of oxidative stress, are associated with higher eosinophil counts in CRSwNP.
Additionally, HRAS and NRAS mutations do not occur in nasal polyps or occur at a very
low frequency.
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Introduction

Chronic rhinosinusitis is a common condition in adults in
most parts of the world, occurring in approximately 12% of
the population.1–3Chronic rhinosinusitis is broadly classified
into two phenotypes: with or without nasal polyps.4 Chronic
rhinosinusitis with nasal polyps (CRSwNP) is usually charac-
terized by the presence of bilateral polyps that can be
visualized endoscopically in the middle meatus.4–6 Nasal
polyps are frequently associated with asthma. The coexis-
tence of these two comorbidities indicates worse prognosis.7

The pathogenesis of CRSwNP has been extensively inves-
tigated, but it remains elusive whether nasal polyps harbor
genetic alterations.4–6 Also, it involves the participation of
multiple inflammatory cells and mediators, with a skewed
response toward type 2inflammatory pattern in the stroma,
including IL-4, IL-5, IL-13, and eosinophilic infiltration,8 that
may be precipitated by epithelium barrier dysfunction.9

The imbalance between the production and degradation of
reactiveoxygenspecies (ROS)causesoxidative stress,which, in
turn, leads to nasal epithelium barrier impairment.10 Oxida-
tive stress plays a role in the pathogenesis of nasal polyps.11–13

For instance, oxidative DNA damage may modify bases with
the risk of inducing mutations.11 The 8-Hydroxydeoxyguano-
sine (8-OHdG) is a major oxidative DNA adduct, and it has a
central role in senescence, carcinogenesis and other disease
processes. Although increased 8-OHdG level has been pointed
out as a triggering factor for inflammation-related carcinogen-
esis,14 it has not been evaluated in CRSwNP yet.

Inflammation in CRSwNP affects MAPK/ERK signaling
pathway,15which regulates various cellular biological behav-
iors.16 The KRAS, BRAF, and EGFR genes are part of the
MAPK/ERK pathway and can be mutated in some benign
and/or inflammatory lesions,17 though such cases do not
occur in nasal polyps.18 It is plausible to speculate that other
MAPK/ERK pathway genes may play a role in the pathogene-
sis of nasal polyps in patients with CRSwNP, since RAS gene
mutations have been reported in head and neck squamous
cells carcinomas and, most importantly, in nasal tract
lesions, such as oncocytic sinonasal papilloma and sinonasal
squamous cell carcinoma associated with oncocytic sino-
nasal papilloma.19,20 Of note, HRAS mutations have been
reported in cutaneous pyogenic granulomas,21 which are
non-neoplastic proliferative lesions.

Based on the aforementioned information, the present
study aimed to assess 8-OHdG levels in nasal polyps from
patients with CRSwNP and to associate the results with
patients’ age, presence of asthma and the number of eosi-
nophils in nasal polyps. Additionally, we investigated HRAS
and NRAS hotspot mutations in nasal polyps from patients
with CRSwNP.

Methods

Samples
A convenience sample of fourteen freshly collected and frozen
nasal polyp samples frompatientswith CRSwNPwas included
in this study. We defined CRSwNP according to the diagnostic

criteria established by the European Position Paper on Rhino-
sinusitis and Nasal Polyps 2020.5 The study was approved by
the Ethics Research Committee of the authors’ University
(protocol: 58148722.5.1001.5149). The collected samples
were frozen at �70°C until the moment of DNA extraction.
This cohort of samples was used in a previous study.18

DNA Extraction and Sanger Sequencing
Genomic DNA (gDNA) extraction from nasal polyps was
performed using the DNeasy blood and tissue kit (Qiagen
Inc.) according to themanufacturer’s instructions. The quan-
tity and purity of DNAwere assessed with a spectrophotom-
eter (NanoDrop 2000; Thermo Fisher Scientific).

Polymerase Chain Reaction (PCR) and Sanger
Sequencing
The PCR was performed for the amplification of the hotspot
mutation sites at HRAS (codons 49 and 61) and NRAS (codon
61), using aMyTaq HS RedMix, 2x (Bioline Reagents Ltd.), and
running it on the Mastercycler PRO (Eppendorf SE). The PCR
products were submitted to electrophoresis in a 1.5% agarose
gel labeled by fluorescence (SYBR Safe DNA gel stain; Invitro-
gen, Thermo Fisher Scientific) and visualized in a transillumi-
nator under UV light, purified using isopropanol and Sanger
sequencedusing theBigDyeTerminator v3.1CycleSequencing
Kit (Applied Biosystems). Capillary electrophoresis was per-
formed in the ABI 3130 DNA Analyzer (Applied Biosystems).

All PCR products were sequenced bidirectionally. The chro-
matograms were visualized and manually inspected through
the SnapGene software (GSL Biotech), using the reference
sequences HRAS: NM_005343 and NRAS: NM_002524. The
full sequences of each amplicon were manually inspected in
search of other possible mutations, not only the hotspot ones.

Measurement of 8-OHdG Levels
The 8-OHdG is a prominent DNA oxidative modification that
can arise from the hydroxylation of deoxyguanosine residues.
The levels of 8-OHdG were determined using an enzyme-
linked immunosorbent assay (ELISA). For its detection, 1000ng
of gDNA of each nasal polyp sample were used with the
OxiSelect Oxidative DNA Damage ELISA Kit (8-OHdG Quanti-
tation, Cell Biolabs), following the manufacturer’s instruction
and all samples were run in duplicate. Absorbance was mea-
suredat450nmusinganEpochMicroplateSpectrophotometer
(BioTek Instrumentals Inc.), and the concentrations of 8-OHdG
in the samples were determined by comparing them to a pre-
established standard curve.

Statistical Analyses
Statistical analysis for the 8-OHdG results was performed
using the software GraphPad Prism for Windows (GraphPad
Software Inc.), version 10.1.0. Data normality was evaluated
using Shapiro–Wilk test. The following clinical variables
were compared between the groups: patients’ age (younger
versus older than the median age), count of eosinophils per
high-power field (HPF: lower versus higher than themedian)
and associated asthma (yes versus no). A cut-off value of 65
eosinophils/HPF was established using the median count
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across all samples, allowing dichotomization for subsequent
analyses.

According to the criteria established by the 2020 European
Position Paper on Rhinosinusitis and Nasal Polyps,5 10 eosi-
nophils per HPF (400x) or higher determine the eosinophilic
clinical phenotype. The comparisons were performed using
independent samples t-test or Mann-Whitney test, according
to data distribution. Pearson’s test was used for the correlation
between 8-OHdG levels and eosinophil counts. Values of
p<0.05 were considered statistically significant.

Results

Sample Characterization
The median age of patients was of 45.5 (range: 24–65) years.
Therewerefive patientswith associated asthma. Themedian
eosinophils number per HPF among the samples was 65, and
11 cases were classified as eosinophilic phenotype.5

Furthermore, 13 participants underwent previous corti-
costeroid treatment, while information regarding this aspect
was unavailable for one individual. ►Table 1 shows the
clinical features and eosinophil counts per sample.

Sanger Sequencing
All samples showed wild-type sequences for HRAS (codons
49 and 61; ►Fig. 1A) and NRAS (codon 61; ►Fig. 1B).

Table 1 Clinical features from patients with CRSwNP and
eosinophils counts per nasal polyp sample

Sample # Age (years) Eosinophils
(number
per HPF)

Asthma

1 45 100 Yes

2 65 5 Yes

3 44 80 No

4 32 162 No

5 26 120 No

6 58 50 Yes

7 36 50 Yes

8 54 100 No

9 44 80 No

10 46 15 Yes

11 47 100 No

12 56 20 No

13 24 3 No

14 60 0 No

Abbreviations: CRSwNP, chronic rhinosinusitis with nasal polyps; HPF,
high-power field.

Fig. 1 Representative chromatograms of the gene regions evaluated in the nasal polyps and comparison of 8-OHdG levels in samples according
to clinical parameters and eosinophil counts. (A) Screenshots from sequencing chromatograms showing wild-type sequences for the analyzed
regions of HRAS (codon 49 and 61) and (B) NRAS (codon 61). (C) Comparison between the groups according to patients’ age (younger vs
older than the median). (D) Comparison between the groups according to eosinophil counts (higher vs. lower than the median). Samples with
>65 eosinophils per HPF presented a higher concentration of 8-OHdG than the group with �65 (p< 0.05). (E) Comparison of 8-OHdG levels
between samples from patients with and without asthma. �When p< 0.05, the difference was statistically significant.
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Importantly, manual inspection revealed the intronic NRAS
SNP rs969273 in 13 samples. This SNP clinical significance
is benign.

Measurement of 8-OHdG
There was no significant difference in the 8-OHdG levels
between older and younger patients (� 45 versus>45
years; ►Fig. 1C). Furthermore, there was no difference in
levels between the eosinophilic and noneosinophilic polyps
(p¼0.3571;median: 23.59 versus 10.67ng/mgDNA), but the
group of samples with>65 eosinophils per HPF showed an
increased concentration of 8-OHdGwhen comparedwith the
group�65 (p<0.05; median: 12.06 versus 24.6 ng/mg DNA),
as shown in ►Fig. 1D.

There was positive correlation between the levels of 8-
OHdG and the number of eosinophils per HPF (R¼0.5316),
however the correlation was not statistically significant
(p¼0.050). The levels were similar between samples from
patients with associated asthma and those without it
(►Fig. 1E).

Discussion

Previous in vitro studies showed that pharmacological treat-
ment decreases nasal polyp cell proliferation and increases
apoptosis by inhibiting MAPK/ERK signaling pathway.15 On
top of that, another study showed the importance of
MAPK/ERK activation in ciliogenesis and cilia function in
CRSwNP, further confirming its importance.22

In the context of MAPK/ERK signaling pathway altera-
tions, mutations in the RAS genes (KRAS, HRAS and NRAS)
have been associated with hyperproliferative disorders and
cancer, and in tumors they most often occur in hotspot
codons.23,24 For instance, mutations in KRAS have been
reported in sinonasal neoplasms.19 Although one study
suggested that there are KRAS mutations in nasal polyps,25

we could not detect any in the polyps associated with
CRSwNP.18

Considering that nasal polyps in CRSwNP occur in the
context of inflammation, which is known to predispose
DNA to mutation, and taking into account that MAPK/ERK
pathway importance in the pathogenesis of CRSwNP
has previously been reported,15,22 we assessed HRAS
and NRAS hotspot mutations in nasal polyps. There have
been reports of NRAS mutations in lymphoproliferative
autoimmune disease, highlighting its importance in the
inflammatory context.26 Notably, the predominant RAS
isoform mutated in squamous cell carcinomas of the
head and neck is HRAS, with a frequency ranging from 4
to 8%.27 Additionally, in Costello syndrome, in which HRAS
mutations are the underlying genetic cause, cutaneous
papilloma occurs mainly in the perinasal regions, further
reinforcing a role for these mutations in the development
of benign proliferative lesions.28 A previous study reported
HRAS codon 12 mutation in 1 out of 23 nasal polyps.25

However, in the present study, all samples showed wild-
type sequences for both, HRAS and NRAS mutations. Con-
sidering the above discussed, it seems that mutations in

RAS genes are not part of the pathogenesis of nasal polyps
in CRSwNP.

Oxidative stress can lead to mutation and DNA damage,
which can be a predisposing factor for cancer and age-related
disorders.29 Environmental exposure and lifestyle factors,
such as smoking, are key sources of oxidative stress.30 There
is a strong relationship between oxidative stress and the
pathogenesis of nasal polyps11,31 and, overall, its severity is
significantly correlated with the severity of the symptoms
related to CRSwNP.32 We assessed the levels of 8-OHdG in
nasal polyps, since this is an important oxidative DNA
adduct, and tested their association with clinical parameters
(patients’ age and associated asthma), as well as with the
eosinophil counts. The age of the patients did not show
association. On the other hand, elevated levels of oxidative
stress markers are observed in individuals with asthma, and
these markers are correlated with the severity and pheno-
type of the disease.33,34 Nevertheless, in our study, polyps
from CRSwNP showed similar levels of 8-OHdG irrespective
of the presence of asthma.

Since eosinophils are a pathological landmark of
CRSwNP,35–37 in the present study we evaluated the associa-
tion between the number of eosinophils and 8-OHdG levels,
and the data analysis showed a relevant association. There is
extensive epithelial cell disruption in CRSwNP,9,38 associated
with oxidative stress (8-OHdG), probably leading to the
overexpression of TH2 cytokines (IL-4, IL-5, and IL-13) and
activation and recruitment of eosinophils.8,39–41 Interesting-
ly, the eosinophil cationic protein originates from the acti-
vated eosinophils, and a previous study showed that its
values have been shown to correlate with nasal obstruction,
congestion, and rhinorrhea, which indicate the severity of
nasal polyposis.32 As we observed an association between
eosinophil counts and 8-OHdG levels, future studies should
explore whether this oxidative stressmarker is related to the
clinical manifestations, which was beyond the scope of the
present work.

The retrospective nature of the current study poses
limitations to the interpretation of the results. For instance,
patients underwent corticosteroid therapy before surgery,
which might have led to an underestimation of the degree
of eosinophilic inflammation. Also, it is difficult to obtain
precise information regarding corticosteroid regimen (dose,
duration, and timing).

Conclusion

The present study assessed the association between 8-OHdG
levels and clinical features, and eosinophil counts in nasal
polyps in CRSwNP. We also interrogated NRAS and HRAS
hotspot mutations in these samples. On the basis of our
results, neither mutation occurs in nasal polyps, or if they do,
they occur at a very low frequency. Importantly, in the
present cohort we observed association between higher
levels of 8-OHdG and higher eosinophil counts. This finding
might stem from oxidative stress induced epithelial dysfunc-
tion, triggering TH2 cytokine production and eosinophils
recruitment.

International Archives of Otorhinolaryngology Vol. 30 No. 2/2026 © 2026. The Author(s).

8-OHdG and Eosinophil in CRSwNP Vieira et al.4



Funding
The authors declare that the present study was partially
funded by Fundação de Amparo à Pesquisa do Estado de
Minas Gerais (FAPEMIG) and ConselhoNacional de Desen-
volvimento Científico e Tecnológico (CNPq), Brazil.

Conflict of Interests
The authors have no conflict of interests to declare.

Data Availability
Data will be available upon request to the corresponding
author.

References
1 Hastan D, Fokkens WJ, Bachert C, et al. Chronic rhinosinusitis in

Europe–an underestimated disease. A GA2LEN study. Allergy
2011;66(09):1216–1223. Doi: 10.1111/j.1398-9995.2011.02646.
x

2 Hirsch AG, Stewart WF, Sundaresan AS, et al. Nasal and
sinus symptoms and chronic rhinosinusitis in a population-
based sample. Allergy 2017;72(02):274–281. Doi: 10.1111/
all.13042

3 Pilan RR, Pinna FR, Bezerra TF, et al. Prevalence of chronic
rhinosinusitis in Sao Paulo. Rhinology 2012;50(02):129–138.
Doi: 10.4193/Rhino11.256

4 Orlandi RR, Kingdom TT, Smith TL, et al. International consensus
statement on allergy and rhinology: rhinosinusitis 2021. Int
Forum Allergy Rhinol 2021;11(03):213–739. Doi: 10.1002/
alr.22741

5 FokkensWJ, Lund VJ, Hopkins C, et al. European Position Paper on
Rhinosinusitis and Nasal Polyps 2020. Rhinology 2020;58(Suppl
S29):1–464. Doi: 10.4193/Rhin20.600

6 Stevens WW, Lee RJ, Schleimer RP, Cohen NA. Chronic rhinosi-
nusitis pathogenesis. J Allergy Clin Immunol 2015;136(06):
1442–1453. Doi: 10.1016/j.jaci.2015.10.009

7 Sella GCP, Tamashiro E, Sella JA, et al. Asthma Is the Dominant
Factor for Recurrence in Chronic Rhinosinusitis. J Allergy Clin
Immunol Pract 2020;8(01):302–309. Doi: 10.1016/j.jaip.2019.
08.007

8 Schleimer RP. Immunopathogenesis of Chronic Rhinosinusitis
and Nasal Polyposis. Annu Rev Pathol 2017;12(12):331–357.
Doi: 10.1146/annurev-pathol-052016-100401

9 He Y, Fu Y, Wu Y, Zhu T, Li H. Pathogenesis and treatment of
chronic rhinosinusitis from the perspective of sinonasal epithelial
dysfunction. Front Med (Lausanne) 2023;10:1139240. Doi:
10.3389/fmed.2023.1139240

10 Hong Z, Guo Z, Zhang R, et al. Airborne Fine Particulate Matter
Induces Oxidative Stress and Inflammation in Human Nasal
Epithelial Cells. Tohoku J Exp Med 2016;239(02):117–125. Doi:
10.1620/tjem.239.117

11 Tsai YJ, Hsu YT, Ma MC, Wu CK, Luo SD, Wu WB. Transcriptomic
Analysis of Genes Associated with Oxidative Stress in Chronic
Rhinosinusitis Patients with Nasal Polyps: Identifying Novel
Genes Involved in Nasal Polyposis. Antioxidants 2022;11(10):
1899. Doi: 10.3390/antiox11101899

12 Bozkus F, San I, Ulas T, et al. Evaluation of total oxidative stress
parameters in patients with nasal polyps. Acta Otorhinolaryngol
Ital 2013;33(04):248–253

13 Tai J, Shin JM, Park J, Han M, Kim TH. Oxidative Stress and
Antioxidants in Chronic Rhinosinusitis with Nasal Polyps. Anti-
oxidants 2023;12(01):195. Doi: 10.3390/antiox12010195

14 Murata M, Thanan R, Ma N, Kawanishi S. Role of nitrative and
oxidative DNA damage in inflammation-related carcinogenesis. J
Biomed Biotechnol 2012;2012:623019. Doi: 10.1155/2012/
623019

15 Liu X, Wang X, Chen L, Shi Y, Wei Y. Effects of erythromycin on the
proliferation and apoptosis of cultured nasal polyp-derived cells
and the extracellular signal-regulated kinase (ERK)/mitogen-ac-
tivated protein kinase (MAPK) signaling pathway. Med Sci Monit
2018;24:8048–8055. Doi: 10.12659/MSM.910934

16 ZhangX, Liu K, Zhang T, et al. Cortactin promotes colorectal cancer
cell proliferation by activating the EGFR-MAPK pathway. Onco-
target 2017;8(01):1541–1554. Doi: 10.18632/oncotarget.13652

17 Gomes CC. Recurrent driver mutations in benign tumors. Mutat
Res Rev Mutat Res 2022;789:108412. Doi: 10.1016/j.mrrev.2022.
108412

18 Vieira TdS, Guimarães LM, Diniz MG, et al. Chronic rhinosinusitis
withnasalpolypsdoesnotharborKRAS,BRAF, andEGFRmutations.
J Oral Pathol Med 2023;52(05):426–430. Doi: 10.1111/jop.13356

19 Udager AM, McHugh JB, Betz BL, et al. Activating KRAS mutations
are characteristic of oncocytic sinonasal papilloma and associated
sinonasal squamous cell carcinoma. J Pathol 2016;239(04):
394–398. Doi: 10.1002/path.4750

20 Coleman N, Marcelo KL, Hopkins JF, et al. HRAS Mutations
Define a Distinct Subgroup in Head and Neck Squamous Cell
Carcinoma. JCO Precis Oncol 2023;7:e2200211. Doi: 10.1200/
PO.22.00211

21 Lim YH, Douglas SR, Ko CJ, et al. Somatic Activating RASMutations
Cause Vascular Tumors Including Pyogenic Granuloma. J Invest
Dermatol 2015;135(06):1698–1700. Doi: 10.1038/jid.2015.55

22 Ma Y, Tian P, Zhong H, et al. WDPCP Modulates Cilia Beating
Through the MAPK/ERK Pathway in Chronic Rhinosinusitis With
Nasal Polyps. Front Cell Dev Biol 2021;8:630340. Doi: 10.3389/
fcell.2020.630340

23 Prior IA, Lewis PD, Mattos C. A comprehensive survey of Ras
mutations in cancer. Cancer Res 2012;72(10):2457–2467. Doi:
10.1158/0008-5472.CAN-11-2612

24 Haigis KM. KRAS Alleles: The Devil Is in the Detail. Trends Cancer
2017;3(10):686–697. Doi: 10.1016/j.trecan.2017.08.006

25 Zaravinos A, Bizakis J, Soufla G, Sourvinos G, Spandidos DA.
Mutations and differential expression of the ras family genes in
human nasal polyposis. Int J Oncol 2007;31(05):1051–1059. Doi:
10.3892/ijo.31.5.1051

26 Oliveira JB, Bidère N, Niemela JE, et al. NRAS mutation causes a
human autoimmune lymphoproliferative syndrome. Proc Natl
Acad Sci USA 2007;104(21):8953–8958. Doi: 10.1073/pnas.
0702975104 10.1093/annonc/mdu143

27 Mountzios G, Rampias T, Psyrri A. The mutational spectrum of
squamous-cell carcinoma of the head and neck: targetable genet-
ic events and clinical impact. Ann Oncol 2014;25(10):1889–1900.
Doi: 10.1093/annonc/mdu143

28 Siegel DH,Mann JA, Krol AL, Rauen KA. Dermatological phenotype
in Costello syndrome: consequences of Ras dysregulation in
development. Br J Dermatol 2012;166(03):601–607. Doi: 10.
1111/j.1365-2133.2011.10744.x

29 Khansari N, Shakiba Y, Mahmoudi M. Chronic inflammation and
oxidative stress as a major cause of age-related diseases and
cancer. Recent Pat Inflamm Allergy Drug Discov 2009;3(01):
73–80. Doi: 10.2174/187221309787158371

30 Caliri AW, Tommasi S, Besaratinia A. Relationships among smok-
ing, oxidative stress, inflammation, macromolecular damage, and
cancer. Mutat Res RevMutat Res 2021;787:108365. Doi: 10.1016/
j.mrrev.2021.108365

31 Çekin E, Ipcioglu OM, Erkul BE, et al. The association of oxidative
stress and nasal polyposis. J Int Med Res 2009;37(02):325–330.
Doi: 10.1177/147323000903700206

32 Topal O, Kulaksızoglu S, Erbek SS. Oxidative stress and nasal
polyposis: does it affect the severity of the disease? Am J Rhinol
Allergy 2014;28(01):e1–e4. Doi: 10.2500/ajra.2014.28.3963

33 Sahiner UM, Birben E, Erzurum S, Sackesen C, Kalayci Ö Oxidative
stress in asthma: Part of the puzzle. Pediatr Allergy Immunol
2018;29(08):789–800. Doi: 10.1111/pai.12965

International Archives of Otorhinolaryngology Vol. 30 No. 2/2026 © 2026. The Author(s).

8-OHdG and Eosinophil in CRSwNP Vieira et al. 5



34 Kirkham P, Rahman I. Oxidative stress in asthma and COPD:
antioxidants as a therapeutic strategy. Pharmacol Ther 2006;
111(02):476–494. Doi: 10.1016/j.pharmthera.2005.10.015

35 Vanderhaegen T, Gengler I, Dendooven A, Chenivesse C, Lefèvre G,
Mortuaire G. Eosinophils in the Field of Nasal Polyposis: Towards a
Better Understanding of Biologic Therapies. Clin Rev Allergy Immu-
nol 2022;62(01):90–102. Doi: 10.1007/s12016-021-08844-7

36 Couto LGF, Fernades AM, Brandão DF, Santi Dd Neto, Valera FCP,
Anselmo-Lima WT. Histological aspects of rhinosinusal polyps.
Braz J Otorhinolaryngol 2008;74(02):207–212. Doi: 10.1016/
s1808-8694(15)31090-9

37 Lou H, Zhang N, Bachert C, Zhang L. Highlights of eosinophilic
chronic rhinosinusitis with nasal polyps in definition, prognosis,
and advancement. Int Forum Allergy Rhinol 2018;8(11):1218-
–1225. Doi: 10.1002/alr.22214

38 Meng J, Zhou P, Liu Y, et al. The development of nasal polyp
disease involves early nasal mucosal inflammation and remod-
elling. PLoS One 2013;8(12):e82373. Doi: 10.1371/journal.pone.
0082373

39 DeConde AS, Soler ZM. Chronic rhinosinusitis: Epidemiology and
burden ofdisease. Am J Rhinol Allergy 2016;30(02):134–139. Doi:
10.2500/ajra.2016.30.4297

40 Cao PP, Wang ZC, Schleimer RP, Liu Z. Pathophysiologic mecha-
nisms of chronic rhinosinusitis and their roles in emerging
disease endotypes. Ann Allergy Asthma Immunol 2019;122
(01):33–40. Doi: 10.1016/j.anai.2018.10.014

41 Kucuksezer UC, Ozdemir C, Akdis M, Akdis CA. Chronic rhinosi-
nusitis: pathogenesis, therapy options, and more. Expert Opin
Pharmacother 2018;19(16):1805–1815. Doi: 10.1080/1465656
6.2018.1527904

International Archives of Otorhinolaryngology Vol. 30 No. 2/2026 © 2026. The Author(s).

8-OHdG and Eosinophil in CRSwNP Vieira et al.6


